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Analysis of silencing of exogenous genes in bacteria harboring chimera-genome.

Asai, Kei

3,400,000

RNA
DNA

100kb Rok
H-NS

RNA
DNA

By forming Cyanobacterial RNA polymerase holoenzyme in Bacillus subtilis,
transcription of cyanobacterial genes was induced. It was suggested that expression of DNA
methyltransferases and nucleoid proteins in B. subtilis alters gene expression and causes phenotypic

changes. A genetic modification system by conjugative transfer was constructed for B. subtilis,
which shows reduced transformability, such as Cyanobacillus, which is B. subtilis plus
cyanobacteria. We completed the integration of about 100 kb continuous genomic region of the
unculturable enterobacterium into B. subtilis genome DNA. In this strain, disruption of the nucleoid

protein in B. subtilis, Rok, affected growth on minimal medium and sporulation, and sporulation
tended to recover by expression of E. coli H-NS.
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Characterization of novel suppressor mutations of Bacillus subtilis (p)ppGpp0 strain not involved in GTP biosynthesis.
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