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The recent large-scale sequencing of fungal genomes has shown that fungi are
richer in secondary metabolism-related genes than once believed. However, the majority of these

genes are silent under laboratory culture conditions. Silent gene clusters represent a promising
resource for the development of new therapeutic agents. Unfortunately, the characterization of
secondary metabolites produced by these clusters is frequently hampered owing to our inability to
express these gene clusters. To overcome this bottleneck, here | conducted the research project for
activation of fungal silent secondary metabolite biosynthesis gene clusters using the powerful
genome editing technology, CRISPR/dCas9-transcriptional activation factor system and | succeed that
activating the tenuazonic acid production in P. oryzae using this system.



(Yun et al. 2015 Nat. Commun. 6:8758)
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(Mali et al. 2013 Nat. Biothecnol. 31:833-38) (1)
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(Cheng et al. 2013 Cell Res. 23:1163-71)
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UPLC analysis of P. oryzae dCas9-V PR or dCas9, and P. oryzae with TeA standard.
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