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Quantitative evaluation of cell health using N-linked glycan biosynthesis
process as a reporter

Fujitani, Naoki
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This study showed that tracking the bios¥nthetic pathway of N-linked glycans
is a reporter that reflects the state of the endoplasmic reticulum (ER) and provides a quantitative
indicator of ER stress. Quantitative analysis of the structural changes of N-glycans and degraded

free sugars (f0Ss) associated with ER stress and their integration was presented as a technology

that can quantitatively evaluate ER stress and distinguish the cause of ER stress, which was not
possible with protein markers alone. This research is expected to be derived as a technique for

ggantitative and sensitive detection of endoplasmic reticulum stress, which is the cause of many
iseases.
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