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Elucidation of DNA reﬁair pathway involving the novel endonuclease derived from
hyperthermophilic archaea
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Base deamination is a_typical form of DNA damage, and it must be repaired
quickly to maintain the genome integrity of living organisms. Endonuclease V (EndoV) and
Endonuclease Q (EndoQ) from hyperthermophilic archaea hydrolyze the phosphodiester bond at the 3
and 5 site from the damaged nucleotide, respectively.

The two DNA polymerases, PolB and PolD, could repair the lesion and elongate the DNA strand. The in
vitro reconstitution system was constructed using the recombinant proteins derived from
hyperthermophilic archaea.

EndoMS recognizes and cleaves mismatched base pairs. In order to investigate the intracellular
function of the EndoMS gene, mutation accumulation assay was performed using the gene-disrupted
strains. Mutation spectra were consistent with the biochemical properties.
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