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Involvement of cytosolic and vacuolar enzymes in plant secondary metabolism
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The acyl-CoA dependent malonytransferase activity toward anthocyanin
3-glucoside using crude protein prepared from the leaves of Gynura bicolor was detected. The next
step glucosylation activity was detected acyl-glucose dependently in the same crude protein.
mixture. These results suggested that cytosolic enzymes involved in the first two steps of
polyacylated anthocyanin biosynthesis while the third or later steps are mediated by vacuolar type
enzymes in G. bicolor.

We identified three UDP-glucosyltrasnferase mediate the first three steps of polyaylated anthocyain
from red cabbage. The acylglucose dependent sinapoyltransferase activities were detected using the
crude protein prepared from the leaves of red cabbage. These results implied that the first three
glucosylation of anthocyanin are mediated by cytosolic enzyme and last two acylations are catalyzed
by vacuolar enzyme.
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