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Development and mechanism elucidation of novel functional food materials
mediated by intestinal environment regulation using agricultural products
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Bifidobacterium longum subsp. longum is considered to be a promising
probiotic because of its wide distribution from infants to adults. We found a
hemicel lulose-degrading gene cluster in the genome of this bacterium, and analyzed its function. The
gene cluster was found to be involved in degradation of arabinan and arabinoxylan in a synergistic
manner .
We found that TRAF6, an intracellular adaptor molecule for inflammatory signaling, is selectively
degraded by specifically interacting with p62, a substrate protein for autophagy, to block
inflammatory signaling. This revealed one of the mechanisms of food components with
anti-inflammatory properties.
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