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In mammals, polymorphized sperm whose head is deformed into multiple types
due to genetic mutation or environmental stress may be produced. Recently, the acrosomal protein
ACRBP has been proposed to be involved in sperm polymorphization. In this research project, we
focused on ACRBP and aimed to clarify the mechanism of sperm polymorphization. Super-resolution
imaging analysis revealed that a ring-shaped structure in the acrosomal granules contributes to
sperm polymorphization. We attempted to identify polymorphic sequences within ACRBP using genome
editing technology. It was suggested that the repetitive domains of glutamic acid (E) and glutamine
(Q) with the characteristics are not involved in polymorphization.
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