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Abortion of germ cells and reproductive barriers due to maladaptive haplotype
block in rice
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Reproductive isolation acts as a barrier to maintaining species identity. In
interspecific hybrids of cultivated rice Oryza sativa and 0. glaberrima, S18 gene causes abnormal
germ cell morphology, high pollen sterility and segregation distortion in heterozygotes. In this
study, we found that the S18 non-adaptive haplotype is composed of a gene complex consisting of two
loci, S18B and S18T, and that both regions induce high sterile on heterozygotes due to delayed and
incomplete degradation of tapetal cells. We have also identified the nucleotide substitutions

responsible for the high sterility by forward genetics, and diversity analysis in AA genome species
revealed that S18 originated from O. barthii.
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