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Elucidation of a host defense mechanism acquired by the evolutionary arms race
between genome and transposable elements

Tsukiyama, Takuji
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In this study, we found that (1) inter-subspecies cross gives rise to the
activation of Ping by hypomethylation of the promoter region, but Ping is inactivated again by

hypermethylation progressed with each generation, (2) emergence of de novo transposable element is a
endogenous stress for the host genome, therefore the host genome up-regulates the expression of

genes involving in oxidation-reduction process, and (3) mPing is inactivated via two-stage process
In the history of rice breeding in Japan.
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