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Elucidation of environmental impact on chrosomomal recombination and its
application to breeding

Ishikawa, Goro

3,400,000

QTL QTL

We have found two quantitative trait loci (QTL) as factors for the high
flour yield of the wheat variety ‘ Kitahonami’ . Since these QTLs are close to the centromere and
the recombination frequency is low, it is difficult to narrow down the QTL regions and to find
candidate genes. Therefore, in this study, we aimed to verify the increasing effect of high
temperature stress on the recombination frequency reported in barley with wheat populations. As a
result, it was revealed that the increasing effect on the recombination frequency by high
temperature stress depends on the cross combination and the chromosomal region. Along with the
experiment, we succeeded in developing lines that were genetically close each other but had
different milling properties.
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