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Rubisco is an enzyme that catalyzes carbon dioxide fixation in
photosynthesis. The expression level of the Rubisco gene decreases in response to a decrease in
nitrogen level. The purpose of this study was to clarify genes that regulate the expression of the
Rubisco gene in response to nitrogen levels in rice.

The expression of the Rubisco gene was regulated by the histone acetyltransferase gene GCN5 in
normally grown rice plants with sufficient nitrogen fertilizer. Lowering the nitrogen level
decreased the expression of GCN5 and increased the expression of the histone deacetylase gene
OsHDA713. It was shown that the expression of the Rubisco gene is regulated by the OsHDA713 gene
under low nitrogen conditions.
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