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Spinach is known as a dioecious species, but certain varieties, lines and
populations produce monoecious plants bearing both pistillate and staminate flowers. In this study,
the candidate (Y-orf) for male determining gene was identified based on RNA-seq analysis and found
to be expressed in a rib zone and cambium layers of an early inflorescence apex in a male plant. The

candidate gene, M-orf, for monoecism were shown to be expressed in anthers and ovules in early
staminate and pistillate florets. To evaluate function of the candidate genes, transgenic
Arabidopsis and tobacco plants containing Y-orf and M-orf were produced. Some of transgenic plants
produced morphologically altered flowers, however, which did not clearly suggested
female-suppressing function of the candidate genes.
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