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Mechanism of establishment of pungent taste components in wasabi, native to
Japan
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In this study, we aimed to elucidate "Why is wasabi spicy? Based on the

previous report that wild relatives in Chiba which have no spicy condiment, we conducted a
comparative analysis for Japanese Eutrema species using abundant genetic resources in Japan to
understand the evolutionary background that led to this difference. As a result, we found that there

is a great diversity of glucosinolate products in Japanese wasabi and its relatives. The
differences among components by growing environment, site, season, and species indicate that wasabi
may have evolved a mechanism to accumulate sinigrin (a precursor substance of pungency) and
long-chain glucosinolates in the rhizome when adapting to the heavy snowfall on the Sea of Japan
coast. The pungency of wasabi may have been a response substance to stresses unique to high snowfall
areas.
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