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Analysis of genetic factors related to differences between cultivars in the
degree of peel puffing occurrence of satsuma mandarin

Habu, Tsuyoshi
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In order to clarify the genetic factors of the difference between cultivars
in the degree of peel puffing occurrence, which is a serious problem in the cultivation of Satsuma
mandarin in Japan, two varieties with different degrees of peel puffing occurrence were used for
this study, and expression analysis and genome analysis were carried out. As a result of
investigating gene expression differences between cultivars and among the treatments of plant growth

regulators that have the effective for reducing peel puffing, the expression of JAZ genes, which
are involved in jasmonic acid signal transduction, were higher in the peel of "Nankan No. 20", which

is sensitive to peel puffing, and were downregulated by the GA and the GA + PDJ treatments. Since
the JAZ has a role of ﬁromoting growth by suppressing the jasmonic acid signal transduction, it was
suggested that the high expression of JAZ genes may be related to the peel puffing.
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