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Attempt at_identifying the male-sterile gene derived from Satsuma for efficient
seedless citrus breeding.

Goto, Shingo
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In this research, we aimed to identify a responsible gene for male
sterility, which is the leading cause of seedlessness. The DNA markers which are located at the
region of male sterility and are tightly linked to male sterility were newly developed. The result
of analyzing at MS-P1 region with the developed DNA markers suggests that the existence of a model
of a causative gene in the mitochondria genome and a fertility-restoration gene in the nuclear
genome. The 68 candidate genes were narrowed by analyzing with the DNA markers and evaluating male
sterility in three crossed populations. Finally, we identified the leading candidate gene by
analyzing with the next generation sequencer.
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