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Elucidation of potential extinction factors based on the genetic structure of
local populations of Pungitius kaibarae

Takata, Keisuke
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Genetic and ecological elucidations were performed to formulate effective
conservation measures on the lbaratomiyo Omono-type (Pungitius kaibarae) endemic populations in
Yamagata. RAD-seq family analysis, which gives effective population size, and the ecological
information, such as longevity, clutch size etc. were enabled to perform the population viability
analysis (PVA analysis) to estimate the extinction probability for the next 100 years. It was
estimated there is no dispersal among the three populations in the most recent generations.
Population viability analysis based on the ecological and the genetic information revealed the three

populations are at high risk of extinction from 56% to 78% within the next 100 years. These suggest
that habitat management and facility breeding based on risk dispersion is necessary.
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