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Elucidation of molecular genetic characteristics of albino mutation of Maitake
mushroom and its application for breeding
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The coloration of maitake fruiting bodies is caused by melanin, which is
produced by tyrosinase 2. A comparison of the tyrosinase 2 gene sequence between the mutant and wild
type revealed a single nucleotide deletion in the coding region of the mutant gene. A single
nucleotide deletion was found in the coding region of the mutant gene, and frameshift mutation was
occurred. In addition, we succeeded in developing a technique for selecting albino mutant strains
among basidiospore isolates by PCR, efficiently. The color of the fruiting bodies of the mutant x
mutant and wild type x mutant dikaryon selected by using this technology were white and beige,
respectively. The results of this study will provide a new strategy for breeding white varieties of
maitake and facilitate the breeding technique of useful white varieties.
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