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Identification of genes responsible for white shell phenotype in the pearl
oyster and development of genome editing technology
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i _ Cultured pearls produced by pearl oysters are one of the most important
fishery resources in Japan. There is a known mutation in the pearl oysters that produce white

shells, and the mutants are used to produce pure white cultured pearls. In this study, we
constructed a high-precision genome assembly and analyzed the transcriptome and proteome of the
pearl oyster to identify the genes responsible for the white shell phenotype. We identified several
candidate genes responsible for the white shell mutation based on these results.
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