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Molecular basis for replication of swine influenza viruses
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To clarify virological characteristics of swine influenza viruses that are
relevant to both animal and public health, the molecular basis for viral replication in swine cells
was investigated using a molecular technique for artificial generation of viruses. The results
revealed that all eight viral gene segments (not just the four required for viral polymerase
activity) are critical for viral replication in swine cells. The results also suggest that swine
influenza virus variants with a genetic constellation conferring remarkable replication ability in

swine cells have become dominant in nature.
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