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To diversify the genetic information in their genomes, organisms generate
multiple messenger RNAs from a single gene through a process called "alternative RNA splicing” to
produce diverse proteins necessary for the structure and function of living organisms. The purpose
of this study was to clarify the role and function of this series of processes in biological
phenomena using C. elegans. As a result of our research, we identified a splicing regulator involved

in determination of the timing of egg laying, as well as a splicing regulator involved in learning
behavior and candidates of the target molecules in C. elegans. Furthermore, we clarified the
regulatory function by a particular protein isoform produced by a splicing regulator in the learning
behavior.
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