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Functional analysis of liquid droplet formed by coupling of specific RNA binding
proteins and a basal transcription machinery

Kokubo, Tetsuro
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Genetic analysis revealed that (1) overexpression of Mpt5 had a growth
inhibitory effect specifically in the tafl-deltaTAND strain, (2) overexpression of Mpt5[5A mutant]
and Ssdl had a growth inhibitory effect in the presence or absence of TAND, and (3) the growth
inhibitory effect of Mpt5 overexpression was significantly increased in the ssdl-d strain. These
results suggest that the synthetic lethality of the delta-RAM ssdl-d tafl-deltaTAND triple mutant
strain is due to the up-regulation of Mpt5 function. RNA-seq analysis also provided clues to
elucidate the cause of synthetic lethality in this triple mutant strain from the aspect of gene
expression profiles.
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