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DNA is an information device composed of four nucleotides. Many chromosome
regulations are regulated to maintain biological information and must be adjusted at the appropriate
timing and intensity. In addition to the known chromosome regulation mechanisms, Guanine Quadruplex
(G4) DNA included in non-B-type DNA structures have been found to be involved in repression of
transcription, activation of DNA replication, telomere regulation, etc. Although in vitro analysis
of G4 DNA is improving well, the elucidation of chromosome regulation by G4DNA in the cell is
important academically. In this study, we have established a new detection method of G4DNA for

intracellular analysis. In addition, we identified the feature of G4DNA on the chromosome is an open
nucleosome.
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