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Hox clusters, in which multiple Hox genes are arranged, and play a
fundamental role in the development of animal body. Due to whole genome duplication that occurred
during vertebrate evolution, Hox clusters diverged into four in mouse and human, and into seven in
zebrafish. Until now, most of functional studies have been performed in mice, which have revealed
the functions of the Hox genes, however it remained unclear whether the functional roles revealed in

mice are conserved among vertebrates. In this study, we generated seven zebrafish Hox cluster
mutants and compared their functions. Our results revealed many functional differences of Hox genes
between zebrafish and mice, suggesting that the vertebrate Hox cluster has acquired different
sub/neofunctinalization after the quadruplication of Hox clusters.
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