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Human LINE-1 retrotransposons still continue to generate inter- or
intra-genetic diversity by mobilizing their own sequences into other genomic loci termed
retrotransposition. Although more than one hundred disease-causing mutations by LINE-1
retrotransposition have been reported., the mechanisms of LINE-1 retrotransposition require
elucidation. In this study, we demonstrated that 1) multiple DNA repair factors interact with the
LINE-1 encoded proteins, 2) LINEL1 proteins are posttranslationally modified by these DNA repair
factors identified, and 3) PARP2 acts as a sensor protein that detect the sites of LINE-1
retrotransposition and plays a role in LINE-1 retrotransposition. These data suggest that LINE-1
retrotransposition can be effectively suppressed by an inhibitor that modulate activities of these
DNA repair factors.
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