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The primary functions of the nuclear envelope are to isolate the nucleoplasm
and its contents from the cytoplasm; however, the nuclear envelope also plays a role in the
transfer of various molecules and signals to and from the nucleus. Signal transduction across the
nuclear envelope is essential for cellular functions such as transcriptional regulation and cell
cycle progression, but remains poorly understood. LINC complex is a molecular bridge that spans the
nuclear envelope and connects the nucleoskeleton and cytoskeleton. In this study, we revealed a
regulation of the Golgi organization by the LINC complex. In addition, our study suggests that the
LINC complex plays a role in modulating nucleolar morphology and numbers via chromatin. Moreover, we
also revealed that LINC complex contributed to photon-enhanced cell migration and invasion. These
results support a model that the LINC complex is capable of transmitting information bidirectionally
between the nucleus and the cytoplasm.
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