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Growth promoting mechanism by fatty acids
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Nutrients are the most proximal factors that promote animals growth.
However, the mechanism by which they confer the effect remains largely uncovered. We have shown that
combination of ethanol, or fatty acids and essential amino acids trigger initiation of larval
growth in C. elegans. We found that hhat-2 gene suppresses larval growth by suppressing expression
of lipid biosynthesis genes and accumulation of lipid dropolets. hhat-2 is exclusively expressed in
neuronal cells. These findings suggest that the nervous system regulates animal growth by regulating

lipid metabolism via hhat-2.
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