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Analysis of ROS signaling in amphibian organ regeneration
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The goal of this study is to elucidate the importance of ROS signaling in
organ regeneration and the series of molecular mechanisms involved. We used the lberian ribbed newt,
which has a high capacity for organ regeneration and is capable of highly efficient genome editing,
as a model animal. First, we performed transcriptomic analysis of the limb blastema to identify
candidate factors downstream of ROS signaling that are key to limb regeneration. Next, we analyzed
the knockout of some of these candidate genes and evaluated their functions in organ regeneration.
Inl?d?iti?n, we generated transgenic newt capable of spatiotemporally inducing ROS signaling at the
cellular level.
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