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In this study, | aimed to reveal the mechanism of boron-dependent ribosomes
sralilng on the non-amino acid coding sequence AUG-UAA, the initiation codon - stop codon in the 5"
untranslated region. By combining structural analysis of ribosomes by cryo-electron microscopy with
biochemical experiments, it was suggested that boron stabilizes the translation termination factor
eRF1, which binds to the A site of ribosomes during translation termination step at the stop codon
of AUG-UAA, and promotes peptide hydrolysis, thereby facilitating translation termination. In
addition, I found factors involved in the regulation of NIP5;1 expression by screening analysis.
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