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Analysis of new transcriptional gene silencing mechanism in plants
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Plant mobile domain PMD protein, MAIL1 and MAIN, are required for TGS
independent of DNA methylation and siRNAs. To understand the precise mechanism of TGS regulation by
MAIL1 and MAIN, we did suppressor screening of maill mutant to isolate factors that are related to
TGS regulation by MAIL1 and MAIN. To reveal the subnuclear functions of PMD proteins, we also tried
to analyze 3D chromatin structure by chromatin conformation capture technology and open chromatin

region.
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