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Land plants exhibit multicellular body both in haploid and diploid
generations, which called the alternation of generations. We previously reported the transcription
factor regulating alternation of generations, KNOX2 gene. KNOX2 genes were found in Streptophyte
algal genomes. Functional analysis of KNOX2 gene in Streptophyte alga Closterium
peracerosum-strigosum-littorale is ongoing .

We reported three hornwort genome informations and transformation method of a hornwort Anthoceros
agrestis. KNOX1 gene, which is sister gene to KNOX2 gene, was lost in hornwort genomes.
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