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How many birds are there which originated from Japan but widespread to the
continent?

Nishiumi, Isao
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We have sequenced the DNA barcode regions of 1,778 samples from 245 Japanese
breeding species of birds and registered them in database of the BOLD Systems. We analyzed the
latest data and re-estimated the species of Japanese origin by comparing the phylogeny among closely
related species or the intraspecific genetic diversity between the continent and Japan. As a
result, the number of species suggested to be of Japanese origin increased by 8 to 48. Conversely,
the number of species suggested to be of continental origin increased to 52, and the number of
species with no difference in phylogenetic relationships or genetic diversity between the Japanese
and continental populations increased to 48. Therefore, although we increased the number of species
analyzed, it did not change our assessment that one-third to half of the Japanese species
co-distributed in continent may have originated in Japan.
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BJINSM: Birds of Japan, NSMT
BJIV: Birds of Japan IV; Breeding species phase 11
Y1O: Birds of Japan, YIO
YIOC: Birds of Japan, YIO - Phase II-beta
YIOD: Birds of foreign species, YIO
AROMF: Charadriiformes
BEPAL: Birds of the eastern Palearctic
BIRSC: Birds of Scandinavia
BPA: Barcoding of Philippine Accipitrids
BPB: Barcoding of Philippine Birds
BRIND: DNA Barcoding of Birds of India
CMCPB: Philippine Birds
KBBI: DNA Barcoding Korean Birds
NLAVE: Aves of the Netherlands
NORBI: Norwegian birds
PTARM: Holarctic Grouse
SIBHI: Birds of Hawaii, USNM
SIBIQ: Birds of Iraq and Afghanistan, USNM
SIBJP: Birds of Japan, USNM
SWEBI: Swedish birds
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