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Approach for mechanism of eclosion timing determination and its genetic basis:
to reveal parallel seasonal divergence in Japanese winter moth
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Understanding the process of speciation is one of the most important issues
in evolutionary biology. In this study, we revealed the mechanism of eclosion timing determination
in early- and late-winter of Inurois punctigera by rearing experiments. We also constructed a genome

assembly with high contiguity and gene coverage. We found that the genes responsible for the
difference in eclosion timing between early- and late-winter Inurois punctigera were concentrated on
the possible Z chromosome. Our results suggest that not only natural selection but also physical
conditions, such as the location of genes in the genome, are important for parallel divergence of
escape time in Inurois punctigera.
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