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Evaluation of the effect of rapid decline on genetic structure of Japanese serow
population

YAMASHIRO, Asuka
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In Shikoku, Japanese serow population has been declining in recent years.
This study analyzed a long term genetic diversity of Japanese serow population using fecal DNA. The
result of 9 microsatellite analysis showed reductions in the values of the number of allele, allelic
richness, and observed heterozygosity since 2010. There was only significant difference in observed
heterozygosity values between 2010 and 2020. Although a breeding coefficient value was negative in
2010, this values changed positives since 2014.This study suggests that genetic diversity gradually
decrease as Japanese serow population declines. Furthermore, this study proposes the effectiveness
of analysis using fecal DNA and the importance of continuous genetic monitoring of Japanese serow.
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F N (ZE/#8#8) Wt /it Ay He Ho Ar Fis
2010 18(0/18) 10/8 5.00 0.65 0.65 3.73 -0.02
2013 26(25/1) 4/18 4.56 0.63 0.49 3.49 0.23
2014 20(16/4) 8/10 422 0.62 0.47 3.40 0.25
2015 28(25/3) 5/18 4.56 0.66 0.55 3.50 0.17
2016 7(7/0) 1/5 3.56 0.60 0.46 3.44 0.26
2017 36(34/2) 15/11 4.56 0.61 0.49 3.41 0.19
2018 15(12/3) 4/5 4.44 0.64 0.49 3.63 0.25
2020 22(17/5) 5/18 4.33 0.63 0.51 3.52 0.21

HUTILBN), SILBEEFH (A, PFEHD), ATOEESOBRRIEH), 7LUYI)yFHR(AR), TR FHH(Fis)

4 2010 2020 9 He Ho
2010 He 3 OarHH62 TGLA122 1LSTS030 Ho 2
TGLA122 ILSTS030 2020 2010
TGLA126 8 Ho
2014 2020 SMM TPM

p <0.05 Mode sift test
sifted mode

He Ho
1.0 1.0
09 09
X
°
0.8 & é 0.8 [
X ¢
07 X ° 2 ¥ . * % o ™
b 07 o A A A
% B é § [} + i g §
0.6 X (o 0.6 (] < O
A X ¢ o + + T
0.5 ° o Q 0.5 9 > l¢] X %
X A A g 5
04 o X oa % 8 o
03 s 03 * ° o ° x 8
) & X
02 02 | P o
X o
0.1 0.1
0.0 0.0 *
1 2 3 4 5 6 7 8 9 1 2 3 4 5 6 7 8 9
@ 2010 X2013 ©2014 +2015 X2016 A2017 ©2018 0O 2020 ©2010 X2013 ¢ 2014 +2015 X2016 A 2017 ©2018 O 2020

X4. 20102 ~ 20205 (2 BT 2 BIEFREICE T HATOES O HIEHE (Ho) S ERRIE (Ho)
1:0arHH62, 2:ILSTS058, 3:TGLA122, 4ETH10, 5:MM12, 6:ETH225, 7.ILSTS030, 8:TGLA126, 9:SPS115

1994 ~1995 1500 2002 —~2003 2700 2010
~2011 1600 2018 ~2019 700
2020 10
He 2010
2020 Ho Fis
2010

2001

DNA






