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The elucidation of neurogenesis mechanism by novel RNA binding protein Marfl,
related with 16p13.11 duplication syndrome
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In order to identify new target molecules of sMarfl and to elucidate the
molecular mechanisms involved in the neural differentiation of mouse and human neural stem cells,
we attempted to identify mRNA of new target molecules using the RIP-Chip method. The RNAs that bind

to sMarfl were identified by microarray . Subsequently, we examined whether the overexpression of
sMarfl decreased the expression of the candidate molecules. However, there was no decrease in their

expression. In addition, we identified several molecular targets by RNA-seq analysis, but since
no decrease in expression was observed by real time PCR, we concluded that the identification of
target molecules was extremely difficult.

We also generated human disease-specific iPS cells of 16p13.11 microduplication and analyze their
neural differentiation potential. We evaluated the neural differentiation ability of the cells, but
found no change.
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