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Establishment of the chromatin state in gonadal development
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Dynamic chromatin structural transformation occurs in the differentiated
cell nucleus. In this study, we focused on the Polycomb Group (PcG) member, Cbx2 and the chromatin
component Jarid2 (Jumonji), which is known to associate with PcG in ES cells. In order to verify the

Jarid2 flox allele, we deleted floxed exon three regions by using germ-line active Cre. The
obtained Jarid2 deficient embryo confirmed edema, septal defect of the heart, and hypoplasia of the
liver, similar to the phenotypes observed in previously reported gene-trap mice. In addition, we
found an unreported dysplasia of the urogenital regions and retinal coloboma. Furthermore, mutation
analysis of these factors in disorders of sex development (DSD) was performed.
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