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Elucidation of inhibitory mechanism of binding of long noncoding RNA via
arginine methylation and its physiological significance
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Our previous data demonstrate that RNA-binding protein (RBP) TLS/FUS binds
promoter-associated noncoding RNA-D (pncRNA-D) and strongly represses the CBP/p300 histone
acetyltransferase (HAT) activity (Wang et al. Nature 2008). Recently, we have shown that protein
arginine (R) methyltransferase 1(PRMT1)methylates arginine residues of the C-terminus of TLS and
this R methylation represses RNA binding of TLS and also its inhibitory effect on the HAT activity.
These data present a novel and comprehensive model showing that R methylation of TLS modulates its
function and also regulates expression of relevant genes in the human genome.
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