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Molecular mechanism of dedifferentiation in dedifferentiated liposarcoma
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Dedifferentiation from atypical lipomatous tumor to dedifferentiated
liposarcoma is the phenomenon that influence the giological behavior of the tumor, but its molecular
mechanism has been still unclear. We examined the expression of mRNA of both atypical lipomatous
tumors and dedifferentiated liposarcomas components of three cases using next generation sequence
analysis to find the molecular abnormalities responsible for the dedifferentiation. About 150
molecular abnormalities were detected to be common to all the cases based on the pathway analyses,
but genes associated with tumorigenesis or cell cycle were few among them and it was difficult to
confirm the responsible molecular abnormalities in the differentiation phenomenon in
dedifferentiated liposarcomas. We are continuing the experiments of cell culture with inhibitors of
some genes to find their influences to atypical lipomatous tumor cells.
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