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Histogenesis of mucinous ovarian carcinomas: From a viewpoint of genome
imprinting
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Methylation profile of imprinted genes was investigated in a series of
ovarian teratomas and mucinous carcinomas to verify if some mucinous carcinomas were derived from
teratomas. Mature ovarian teratomas showed maternal methylation profile of imprinted genes, being
concordant with their parthenogenetic origin. Mucinous carcinomas associated with teratomas also
showed maternal methylation profile, whereas those without teratomas showed somatic-type methylation

profile. These findings indicate that a subset of mucinous carcinomas originates from teratomas.
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Methylation profiles of imprinted genes are distinct between mature ovarian teratoma, complete 2021

hydatidiform mole, and extragonadal mature teratoma
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