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Search for novel biomarkers of heart failure by comprehensive genetic analysis
of autopsy heart
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In this study, RNA-seq anal¥sis was performed on 12 autopsy hearts including
Control. From the comparison between the heart failure group and the control group, a total of 6286
genes whose expression were up-regulated or down-regulated were confirmed. Among them, genes

encoding proteins found in heart failure such as ANP and CRP were confirmed. From this result, it

was considered that the selected autopsy heart was consistent with the heart failure cases. Some
genes were picked up, and verified by RT-PCR. The gene expression were confirmed same as the results
of RNA-seq analysis. Among them, it was found that three catalytic subunits of NADPH oxidase,

NOX1-5 and DUOX1, 2, were up-regulated. Currently, we are investigating the correlation between the

ﬁOX} gene expression and the ejection fraction of the left ventricle, which is an index of heart
ailure.
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