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Elucidating dynamin 2 functions in invadopodia formation by cancer cells and its
regulation by Src
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In this study, we examined functions of dynamin 2 and BAR domain proteins in
cell invasion. Dynamin 2 localised to the invadopodia and podosomes playing essential roles in cell
invasion. To identify dynamin 2-binding proteins, coimmunoprecipitation-based screening was

performed and ten BAR domain proteins were identified. Furthermore, using immunofluorescence
microscopy, multiple BAR domain proteins were identified to be localised at the invadopodia and
podosomes. Among these BAR domain proteins, PACSIN 2 appeared to regulate cell invasion together

with dynamin 2

BAR
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