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Micobiota in colorectal tumor molecular subtype
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Our goal was to investigate molecular subtypes of colorectal precancerous

lesions in relation to the m?crobiome signatures through both translational and basic animal

studies. We obtained genomic DNA from clinical samples of colorectal precancerous lesions and

developed assays for mutation and methylation analysis. We also examined Fusobacterium nucleatum and
Fusobacterium whole species using gPCR but the supported study period terminated before additional

experiments.

DNA




CIMP
(Cancer Res. 2014)
uc
(Oncotarget 2017)

(n=280) DNA
Fusobacteriumnucleatum
Fusobacteriumwhole species PCR

(ACF)

CpG island methylator
phenotype CIMP P53 KRAS BRAF
Azoxymethane (AOM)
(ACF)

Pathway

(n=280)
DNA

Fusobacteriumnucleatum Fusobacteriumwhole species PCR
KRAS(EXON2 APC EXON15 BRAF(V600E)
MINTs,MLH1,

45

2019 2021 2 2021
Fusobacteriumnucleatum

Fusobacteriumwhole species



Genetic/epigenetic






