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Analysis of endothelial cells presenting antigens to helper T cells in tumor
microenvironment
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In the tumor microenvironment, endothelial cells (ECS) can present tumor
antigens to helper T cells. Gene expressions were compared in cultured ECs after stimulation to
induce antigen presentation. miRNAs which were differentially expressed after stimulation were
identified. The expressions of these miRNAs were analyzed in mouse tumor model. Some miRNAsS were
differentially expressed between ECs from tumor and normal tissues. The quantities of miRNAs in

plasma samples of cancer patients were also analyzed. These miRNAs may be candidates for markers of
immunoreactions against tumors.
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fa23%68l9 5 miRNA T4 5 2 & T, SERIEORFIMEICET 2IERNEOND Z & 21
%,

3. WHEDJE

(1) Hsie

S E MBI (HUVEC) 13 LONZA £ J DAL, EGH-2 HEilc TRk Lic, 71
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