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As the population ages, the prevalence of age-related diseases such as
cancer, diabetes and atherosclerosis has increased over years. The contribution of epigenetic
regulation to the age-associated pathophysiology has been gradually unraveled. In the present study,

using next generation sequencing (NGS)-based RNA-seq and ChlP-seq, we identified several candidate
sequences of long non-coding RNAs (IncRNAs) upregulated specifically in senescent cells and
performed functional analysis. As tumor suppressor p53 also plays a key role in maintaining
pluripotency, we focused on the tumor suppressor p53 and p53-responsive IncRNAs upregulated
specifically in human embryonic stem (ES) cells. We found that one of the p53-responsive IncRNAs
contributes to the maintenance of pluripotency in ES cells. These results indicate the multifaceted
functions of p53 and IncRNAs.
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