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Genetic effects on brain network in drug-naive patients with depressive
disorder: a DTl study of 17 candidate genetic loci
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A genome-wide association study using mega-data identified 17
single-nucleotide polymorphisms (SNPs) in candidate genes for major depressive disorder (MDD). We
investigated the relationship between WM alterations and 17 SNPs in candidate genes for MDD in the
first depressive episode of drug-naive MDD patients using a tract-based spatial statistics (TBSS)
method. Thirty-five drug-naive MDD patients with a first depressive episode and 47 age-and healthy
subjects underwent diffusion tensor imaging scans and genotyping. For the various WM tract, the
genotype effect significantly differed between diagnosis groups in only one SNP, rs301806, in the
arginine-glutamic acid dipeptide (RE) repeats (RERE) gene. The RERE polymorphism was associated with

WM alterations in first-episode and drug-naive MDD patients, which may be at least partially
related to the manifestation of MDD.
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