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Molecular analyses of hepatoblastoma based on common mechanism with
hepatocellular carcinoma

Honda, Shohei
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We added HCC/stemlike subtﬁpe of hepatocellular carcinoma as analysis
targets in order to develop hepatoblastoma research. Results: (1) We selected 4 cases of resected
HCC/stemlike subtype and performed miRNA expression profiling. High expression of
hepatoblastoma-specific cluster genes was not apparent, and the difference from HCC-specific
aberrant expression was unclear. (2) Methylation analysis using bisulfite pyrosequencing was
performed for four genes (RASSF1A, PARP6, MST1R, OCIAD2) in tumor samples extracted from 60 new

cases of hepatoblastoma, and the methylation status in all of the genes were found to be correlated
with poor prognosis.
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