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Development of a methylation analysis method for juvenile myelomonocytic
leukemia using next-generation sequencing
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Juvenile mKeIomonocytic leukemia (JMML) is a pediatric myeloproliferative
disease with a poor prognosis. We have constructed an international methylation classification using
Illumina®s 450k methylation array, but development of a lower-cost, high-throughput test method is

required for implementation in actual clinical practice. In this study, we performed methylation
analysis using the digital restriction enzyme analysis of methylation (DREAM) method, which combines
two restriction enzymes that distinguish the presence or absence of methylation with
next-generation sequencing technology. The DREAM method reproduces the results of the 450k
methylation array with high accuracy, and has been established as a clinical test method for JMML.
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