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Identifying and analyzing biological characteristics of rhabdoid tumor stem
cells to establish new treatment

Katsumi, Yoshiki
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We used either sphere cells or Hoechst33342-negative cells (HN) in human
Rhabdoid tumor cell lines as cancer stem cells in Rhabdoid tumor. Higher CD44 expression was shown
in the sphere cells, while SURVIVIN and FOXM1 expressed lower. In the HN, CD44, FOXM1 and cMYC were
highly expressed, whereas low expression of SURVIVIN was shown. The HN was significantly and rapidly
proliferated. Foxml and cMyc were highly expressed in mice Rhabdoid tumors. RNA-seq analysis showed
extremely-high expressive genes in the HN group, compared with the 3 genes that we initially
focused in this study.We will next study how the genes work in cancer stem cells of Rhabdoid tumor.
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G401 Hoechst33342 negative cells vs positive cells
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