©
2018 2020

RNA
Elucidating comprehensive transcriptional network of gonadal somatic cells by a

novel transcriptome strategy
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By quantifying ehnahcer RNAs from mouse ovarian granulosa cells, we
identified two possible enhancer regions of the ovarian key genes, Wnt4 and Rspol. The sequences of
the regions were substantially conserved with those of human. Further, in human diseases due to
impaired ovarian development, such as premature ovarian failure and 46,XX DSD, we identified rare

variants, suggesting that the region would be involved in ovarian development.
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