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Roles of RNA methylation in regulation of oncogenic T-UCRs.
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Ultraconserved regions (UCRs) are 481 genomic sequences with 100% identity
across humans, rats, and mice. Increasing evidence suggests that non-coding RNAs transcribed from
UCRs are involved in various diseases, especially cancers. The human transformer 23 gene (TRA2B)
encodes a UCR (uc.138) that spans exon 2 and its neighboring introns. Uc.138 is upregulated in colon

cancer cell lines, although it is not translated to Tra23 protein because of its nuclear
retention. Nevertheless, the clinical significance and biological functions of uc.138 in colon
cancer cells remain unclear. In this study, RNA in situ hybridization showed that uc.138 was
predominantly overexpressed in the nucleus of colon adenocarcinoma and adenoma. Overexpression of
uc.138 in colon cancer cells promoted cell proliferation by changing the expression of G2/M-related
cell cycle regulators.Uc.138 plays an oncogenic role in tumor progression and may become a
potential biomarker and therapeutic target in colon cancer.
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