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Identification_of molecular mechanism underlying malignant mesothelioma
development using conditional mouse model and search of therapeutic target

molecules
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BAP1 is a predis?osition gene of malignant mesothelioma (MM), uveal

ationship between UBE20, ubiquitin-conjugating enzyme, and

BAP1, ubiquitin C-terminal hydrolase, was reported in 293T and U20S cell lines;

multi-monoubiquitination of the nuclear localization signal in BAP1 by UBE20 change to localization

of BAP1 from nucleus to cytoplasm, and it would lead for BAP1 to lose DNA repair function. This
interaction of UBE20-BAP1 was not identified in the MM cell line, GOR, that express UBE20 at high

level by genomic amplification. We are now establishing pleura-specific knock-in mouse of UBE20 in

order to i1dentify the effects of this gene amplification frequently occuring in MM.
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